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cccattcccaggaattgagagccl ccgcggtggcggccgctctagaactagggatcc j ccaggaagctccictgtgtcctca 

5* homology I restriction sites neo 

Sequence B 

PCR primer5* 

....... cttad lccacacaggcatagagtgtrtgci attaataactalgctcaaaaatlqtqtacctttaqctlHtaattlcitaaaqqqqttaataaqqaalatnqalqtataqlqccttqactaqaqatcataatcaqccatacc 

acatttgtagaggttttacttgctttaaaaaacctcccacacctccccctgaacctgaaacataaaatgaatgcaattgttgltgttaacttgtltattgcagcttataatggttacaaataaagcaaiagcatcacaaatttc 
acaaataaagcatttttttcactgcattctagttgtggtttgtccaaactcatcaatgtatcttatcatgtctggatcigacaaataagaattttttttaaagctagacc 

neo I 3'homology 
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tlcatgaglcaaaatacaatctcacagtclcagatatgggacttaaaagggggatagaatatagttttgatattcttaacaatacacatccttttgtgatcatgattcagcagacatttaataaaatgattccaagtaagc 

cgatgtnggtccta gaggaatttttataacctDaagagaa ggcatagcatggtglttttgtaataagalttcttHatgaaaaaglcacaccaaaattgcaaatgggggtgagalgaagagttataacatataactaaat 
ctatgttlgttctctatt jccacagaattgactgcgactgg^ aatat 

PCR primer 3" 
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Fig. 17 
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Fig. 19 
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Fig. 24 
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